FIGURE S4 Enzymatic probing of INS 5'UTR
Legend: In vitro transcribed RNA enzymatically digested with S1 nuclease, T1 and V1 RNases. No enzyme was added to the RNA in a control reaction mixture (lane C).The cleaved fragments were detected by an RT reaction with an isotopically labelled oligonucleotides. The RT products were separated on a denaturing 6% polyacrylamide gel. A sequencing reaction performed with the same RT primer was run in parallel (lanes g, a, t and c). Squares, circles and triangles indicate S1, T1 and V1 cleavage sites. Black and white symbols indicate high and low cleavage intensity, respectively. The positions of the splice sites are indicated by arrows and their intrinsic strength by Shapiro-Senapathy scores (2) . Secondary structure predictions were carried out using mfold (3).
FIGURE S5 Structural probing of ins/del RNAs at rs3842740
For legend, see Figure S4 . 
10 GGAUUCCAGGGUGGCUGGACUUCAGGCUUC + + ---9.0 1 sequences that form H1 (strikethrough) and H2 (underlined) stems are highlighted. Guanines contributing to predicted quadruplex formation are in yellow; mutations are in red. RNA secondary structures/free energy were predicted by RNAStructure (v.5.2) (5).
